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> BT AR R 38 S CRISPR/Cas9F AR 3K AF (1) 2 v fE 4t i, 5&T CRISPR/CasOHi R HIHRF i, Bk FPIH 23K AR iR
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
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> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).

> 82 K [R5 F CRISPR/Cas9 4% A [ OLIG2 5 [l i [5% 1) J5i 4. (L29285 pLenti-OLIG2-sgRNA). 1277 £ (L29286 OLIG2
Knockout Lentivirus). HEK293T4ll i(L29287 OLIG2 Knockout HEK293T Cells). HEK293T il B £/ fitd Y RIPA 4 fif ¥ (129288
OLIG2 Knockout HEK293T RIPA Lysate) HEK293 T 54 41 2 [ Trizol 24 7(1.29289 OLIG2 Knockout HEK293T Trizol Lysate)
SR, HARTETE 28 25 K 3k 2 ) CE AP 0 L s T A R

> OLIG2E:H R AE BT

Species Gene Symbol Gene ID GenBank Accession Transcript
Human OLIG2 10215 BC034681 NM_005806
About the gene

Official Symbol OLIG2

Previous Symbol PRKCBP2; BHLHBI1

Official Full Name | oligodendrocyte transcription factor 2

Synonyms RACK17; OLIGO2; bHLHe19
Location 21g22.11

Gene Type protein_coding

Uniprot ID Q13516

Pathway/Library others

This gene encodes a basic helix-loop-helix transcription factor which is expressed in oligodendroglial
tumors of the brain. The protein is an essential regulator of ventral neuroectodermal progenitor cell fate.
Gene Summary The gene is involved in a chromosomal translocation t(14;21)(q11.2;q22) associated with T-cell acute
lymphoblastic leukemia. Its chromosomal location is within a region of chromosome 21 which has been
suggested to play a role in learning deficits associated with Down syndrome.
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1. HEK293T4Hfufiz%k. &5 RIEHF:

a. ANHEK293T CellsJy[Fi} 2 H A% K sgRNA . Cas9Fpuromycindii I (1857 2 Ji e 3+ 25 puromycin i e FI T7TELS € 1 £ 7
FEHEK 293 T4 .

b. AHMLSRIEEM R R IEAERT TR H R B SR R e iy X R A MR A7 (oK) — /NN BE 35 77 1 48 g
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c. XTFUKIZHMTRAEGIM, #TIKOCEEam, R E IR, UIZF ARG a1k, 5%
59 BT AR B A AU R A NI R R IR AP T, DDA TR 4 B T =i AR

d. WSCEIRAT (20 1 R DS 5 A kAT 55 7%, CARAA A RIS 0 RS FR AR P o T AN AT A, VRA74H i AT 7E-80°C
MR RA2H

e. WEEEAT 0NN, ABUN0.5-1ml, FUHAEEH60-90%, EIEFHFE 1 N6emiEFR Iy . WREHFEAERK
i%, ATLAVHALG #6782 223 Sem#r R L, XA AR K 2 B 4.
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BT 55 PR B 2 5 S BN AE K IAIE N, B iR R aF i A KRS .

g AR FFRCAIDMEM (high glucose)+10% FBS. & 7EH5 IR I IE £ 75 35 2 -5 5 2 VA T LABH 10 mT R PRI 4 4 75 4,
W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. XTFZwwpEgifl, v LL#E I T7 Endonuclease I (T7TEDHHT % 5E, HIFEEANAIEERIZHDNA, 7EsgRNA T FI B3 1151 9
HEATPCRY 1, S8 J5 HEATTTEIBG V)R LI 43 M7 » BLAARTE 298 28 25 R I J2E DR 2 G i 5728 60 A 771 £2(D0508) BT 7 Endonuclease
I (CRISPRE: 2[RI 54 45 58 ) (D7080); 0] LLid T H B R Pt AT Rl . 3. M T CRISPRE: A B il 5 R A 3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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